
N°

miRNAs

mmu-miR-129-5p

mmu-miR-1941-5p

mmu-miR-199b

mmu-miR-511-5p

mmu-miR-684

mmu-miR-129-5p

mmu-miR-488*

mmu-miR-511-5p

mmu-miR-7a

mmu-miR-511-5p

mmu-miR-7a

rno-miR-382*

mmu-miR-1982.2

mmu-miR-488*

mmu-miR-684

hsa-miR-875-5p

mmu-miR-684

mmu-miR-7a

mmu-miR-202-3p

mmu-miR-511-5p

mmu-miR-7a

mmu-miR-199b

mmu-miR-376b*

mmu-miR-488*

mmu-miR-202-3p

mmu-miR-376b*

mmu-miR-712

mmu-miR-199b

mmu-miR-488*

mmu-miR-712

hsa-miR-875-5p

mmu-miR-199b

mmu-miR-202-3p

Glt8d3
glycosyltransferase 8 

domain containing 3
0.64 3

Rgs8
regulator of G-protein 

signaling 8
0.52 3

Nat13 N-acetyltransferase 13 0.62 3

Lrrc59 
leucine rich repeat 

containing 59
0.47 3

Tmtc3

transmembrane and 

tetratricopeptide repeat 

containing 3

0.52 3

Ebf3 early B-cell factor 3 0.4 3

Cnppd1
hypothetical protein 

MGC:72616
0.42 3

Slc39a12

solute carrier family 39 

(zinc transporter), 

member 1

0.37 4

Cox11

COX11 homolog, 

cytochrome c oxidase 

assembly protein (yeast)

0.37 3

Gene name Description Score miRNA

Kcnd2

potassium voltage-gated 

channel, Shal-related 

subfamily, member 2

0.35 5


